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él?g%ﬁ 55 -3 BEEHE  bp Ref
B

16SF  AAGACGAGAAGACCCTRTGGARCTTTA 16S

16SR  GATTGCGCTGTTATCCCTAGGGTA ribosomal 234 - 265 (12)
16SP  FAM - TTYGGTTGGGGTGACCTCGGRGT -TAMRA RNA

Y EmE L - REE AT

12SF CAAACTGGGATTAGATACCCCACTA -

12SR  ATCGRTTMTAGAACAGGCTCCTCTAG ribosomal 154 - 160 (12)
12SP FAM - CACCGCCAAGTCCTTTGRGTTTTARGC - TAMRA RNA

T PL3E fe 2 A

MYF TTGTGCAAATCCTGAGACTCAT

MYR  ATACCAGTGCCTGGGTTCAT myostatin 97 (12)
MYP FAM - CCCATGAAAGACGGTACAAGGTATACTG-TAMRA

FEEE

FishF  CGCAAGGGAAAGCTGAAAGAGA 168

FishR ~ TCGGTAGGTTTGTCACCTCTACTC ribosomal 234 (13)
FishP  FAM - TCCCACTCTTTTGCCACAGAGACGG -TAMRA RNA

t':

BF ACATTCTCTACCCAAGAGAATCAAGC 198

BR TCCTCTCATGTAGCTAGTGCGTTTA ribosomal 193 (1)
BP FAM - CCCTCCTCAAATAGATTCAGTGCATCTAACCCT - TAMRA ~ RNA

54

P12F GGAACAATAGTAAGCACAATCATAGC 128

PI2R  CATAAAAACTTTCGTGTGGTGGA ribosomal 121 (1)
P12P FAM - CATGTAGAAAATGTAGCCCATTTCTTTCCA - TAMRA RNA

P

CehF  TAACTTTTGTAAGCGGACACTCAT

CghR  GCATTACCTGCGCTGTGGC ﬁg:ﬁ;e 118 (12)
CghP  FAM - CCTTCAGGCTTGACAGTGACCTCCAG - TAMRA-

ChiF GAGTGGCCACATGTTATCTGC 198

ChiR TAATCGTTGAGGCTAAGATGG ribosomal 108 (12)
ChiP FAM - AGCCTAAGATCCACCTAAACCCAACCCA - TAMRA RNA

Y ISEPER A

58SF  ACTCTCGGCAACGGATATCTYG 5 88

58SR  GGCGCAACTTGCGTTCAAAR ribosomal 116  (14)
58SP  FAM - TCGATGGTTCRCGGGATTCTGCAATTCA - TAMRA RNA

Eysa——
[=5<] Y [=5<]
B FER
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AFaR  TTCGCCGCGCGTAGACCTAACGACA transeribed 99 (15)
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GROF  CGGTGCAAGGTGGAACATTCGTCCA highly
GROR  TTACCATCCCTGGACGGTGGTG repeated 117 (14)
GROP FAM - AAGACGAAACAGCGCCGTGCGA -TAMRA sequence
eSS
ONIF  TCTAGATGTCGCATCAGTGGAATCC cytoplasmic
ONIR  CGTGACAACTCCTCTTCC specific 174 (14)
ONIP  FAM - TGCAGGCTCAGGCGCTG - TAMRA DNA
AsF CGACGAGTGCATTTTGGGTTATGATG nternal
AsR CATCGTGCGTTAACTCGACACACCAT transcribed 130 (14)
AsP FAM - ATGGAGAATGACCTTCCGTGCTT-TAMRA spacer, ITS
El3
AtF CACGTCATTCTAAACATCCATC internal
AR TTGTACGCAGTTAGAGATCGCG transcribed 170 (14)
AtP FAM - TTGAGGTGCGGTTGGTTTAAGTGAT - TAMRA spacer, ITS
E-3
AcF CGACAAACGTATCGTGGG nternal
AcR TCGATACACCATTCGCCG transcribed 117 (14)
AcP FAM - TAGTTGTGCGGTTGGTTTAAGTGAATG -TAMRA spacer, ITS
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Survey of Labeling Compliance of Commercial
Vegetarian Foods

YU-PEI HUANG, JONG KUAN, HSIU-WEI TSUEI, CHE-YANG LIN,
YA-MIN KAO, SU-HSIANG TSENG, LIH-CHING CHIUEH
AND DER-YUAN WANG

Division of Research and Analysis, TFDA

ABSTRACT

In order to comprehensively investigate the potential adulteration of vegetarian foods with animal-
derived ingredients, surveys had been conducting continuously in 2017. There were total 61 vegetarian
food samples collected by local health authorities from vegetarian food retailers and traditional markets
between March and September. Samples were tested using the real-time PCR detection methods published
by TFDA. The results showed that 4 samples failed to comply with the labeling requirement (1 “ovo-lacto
vegetarian” sample contained onion; 3 samples’ ingredients were different than label claims). Among 61
samples in the investigation, 6.6% failed to comply with the labeling requirement. Referring to the results
of vegetarian foods surveillance in the past years during 2004 to 2017, the non-compliance rate decreased
gradually from 25.2% to around 4.1 - 6.6%. The circumstances of vegetarian foods incidents have made
great improvement in the recent years. The results have been forwarded to the local health authorities as

references for further corrective actions for the purpose of public health protection.

Key words: vegetarian food, animal-derived ingredients, real-time PCR



