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Zot DNA-DNAZ ~ 16881238
( Phylogenetic ) rRNAFF%|

B(ESRAGHEZFM) (BHEHESEKRF
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Fhim T B2 S, 2 B EGR AR Y o B K
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B& (inocula) FiT & e iy —(EFF IR E R4 © B R4
(e E B B AL B vk - DARE 2R e — 3k -
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Miller © ({i 24E ¥ b 1 B 5 7€ /Y = Bh B 5 Bf & 4¢0)
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(&E 3 ) Cumitech 31 ° (EEPR{V A=) 8 B == 12 P i
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BRI Z A Y B E 2 R A (D I BR R A ~ 335
BB ERAURE » DURCERBL F B S TR
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(Polyphasic Taxonomy) ° {{H &5 X % 4% 41 & £
F it 5§ = R > 2003 ) (Bergey's Manual of
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Z tRNA ZRH5HY DNA 5l » FEt e ER 2 ey <
B S RER - 151 DNA 41 30 & B >
GRAGOVEERE - WABIN A B E -

B (Strain) @ B ERY E o iEdk - SRS
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