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123k Fleesg + % 4% F(Escherichia coli) K-12 DH1 MDO MAP1001d k3
A A 2 2 Jefk A SRR

(- Sray - 8 : a-L-fucopyranosyl-(1—2)-p-D-galactopyranosyl-(1—4)-D-glucopyranose

k35N : C18H32015
A3+ : 488.44 g/mol
CAS #%. 1 41263-94-9
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2k Tl e 4 4 % P(Genetically modified
microorganisms detection)
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v F 7 F (Residual proteins)
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