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L8 LH ¢ a-L-fucopyranosyl-(1—2)-B-D-galactopyranosyl-(1—4)-D-glucopyranose
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: 488.44 g/mol
CAS %% 41263-94-9
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F4 #&(D-Lactose)

# & ¥ (L-Fucose)

B 4 3 74 4 (Difucosyllactose)

2'- # % # 3 -D- 5¢ & # (2-Fucosyl-D-
lactulose)
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Ik Flezid fe 4 4 Pl (Genetically modified
microorganisms detection)

-k & (Water)

i 4 & (Total ash)

#-v A ¥ (Residual proteins)

£42%
4-(Lead)

A4 (Arsenic)
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2 96% 14t

- 1 Real-time quantitative polymerase chain

reaction (QPCR)# B2 % & &2

2 9.0%r1 7
2 0.5%r 7T
2 0.01%r27™

: 0.05 mg/kg 17
:0.2mgkg 1T



